straightforwardly as I. All the fragment ions of beauverilide A listed in Table I were accompanied by ions 14 mass units more with an exception of an ion at m/e 167. Considering the result of the amino acid analysis above mentioned , beauverilide B may be a mixture of homologs con taining leucine or isoleucine instead of valine in beau verilide A.
Until now isarolides,4) beauverolide H and I,5) and beauvellide6) are known as similar thirteen-membered cyclodepsipeptides.
All these have unbranched 3-hydroxy acid moieties in their structures, whereas beauverilide A is unique in having a branched 3-hydroxy acid.
